Tasha M. Santiago-Rodríguez, Ph.D.

Diversigen, Inc.
Email: trodriguez@diversigen.com; tsantiagoro@gmail.com
EDUCATION
2008 – 2013
2003-2007

Doctor of Philosophy in Biology, emphasis in Environmental Microbiology/Public Health Water Microbiology. University of Puerto Rico, Rio Piedras. Dissertation title: “Characterization of Enterococcus faecalis-infecting phages as markers of human fecal pollution and as reservoirs of antibiotic-resistance and virulence genes”. Advisor: Gary A. Toranzos.
Bachelor of Science in Biology (Magna Cum Laude) University of Puerto Rico, Cayey.

PROFESSIONAL EXPERIENCE

2018 - Present

2017 - 2018
2016 - 2018
2015 - 2016
2013 - 2015
2016
Microbiome Discovery Analyst/ Data Scientist III 
Diversigen, Inc. Houston, TX. 
Team Leader Microbiome. ATCC-Center for Translational Microbiology. Institute for Life Science Entrepreneurship. Union, NJ.

Staff Scientist. ATCC-Center for Translational Microbiology. Institute for Life Science Entrepreneurship. Union, NJ.
Postdoctoral fellow Howard Hughes Medical Institute. California Polytechnic State University (Host Institution). Project: Characterization of ancient human gut and oral microbiomes, viromes and resistomes. Advisor: Raul J. Cano.
Postdoctoral researcher. Department of Pathology, School of Medicine. University of California, San Diego. Projects: (i) Transcriptome analysis of methicillin-resistant Staphylococcus aureus bacteriophages in the human bloodstream, (ii) Transcriptome analysis of viromes in periodontal disease, (iii) Microbiome and virome characterization in association with urinary tract infections, (iv) Short and long-term effect of antibiotics in human gut and oral viral communities, (v) Effect of high-fat diet in gut viromes and (vi) Characterization of cultured gut microbiome and virome communities Advisor: David T. Pride. 
Lecturer Bioinformatics Applications (Bio 441). California Polytechnic State University, San Luis Obispo, CA, USA. Course Description: This course covered the basic findings and approaches in the field of genomics and metagenomics using microorganisms as examples. The course also covered conceptual aspects, as well as methods and technical advances in obtaining and exploring microbial genome and metagenome data.
2010-2011

2010-2011

2009
2008-2010
2005

Mentor. First year graduate students' mentor. 
Alliance for Graduate Education and the Professoriate (AGEP).
Water Specialist Laboratory Technician. Environmental Protection Agency (USEPA) and WESTAT. Detection of microbial indicators in tropical recreational waters and sand by culture and molecular methods.
Graduate teaching assistant. Independent teaching of General Biology Laboratory I and II, University of Puerto Rico, Rio Piedras Campus.

Undergraduate research assistant. University of Medicine and Dentistry of New Jersey, NJ. Project: Optimization of methods for the visualization of proteins expressed during cardiac valve development in mice

OTHER PROFESSIONAL EXPERIENCE/TRAINING
· Guest Editor: International Journal of Molecular Sciences (IJMS) MDPI. Special Issue: Multiomic Approaches in the Microbiome and Microbial Ecology of Health and Disease. 2021.
· Reviewer Board: Microorganisms MDPI. 2020.
· Panelist: The complexities of microbiome research and the application of standards throughout the workflow. In Translational Microbiome Conference (Boston, MA). 2020.

· Guest Editor: Journal of Water and Health. Special Issue: “Antimicrobial-resistance in the water environment.” 2020.
· Co-convener: Society for Industrial Microbiology (SIMB) Annual   Meeting July 30-Aug 2017. Session: “Development of microbiome standards: Improving the interpretation and comparability of microbiome data”

· Guest Editor: Genes MDPI. Special Issue: “Microbial Paleogenomics: The Role of Microbes on Evolutionary Trends and Future Discoveries.” 2017.
· Teaching Methods in Public Health. Center for the Integration of Research, Teaching and Learning (CIRTL) Network. University of California, San Diego. 2014.
ACADEMIC AWARDS/FUNDING
2016
2015 - 2016
2010 - 2013

American Society of Microbiology Minority Travel Award. American Society of Microbiology Meeting, Boston, MA, USA ($1,000).
Life Science Research Foundation Postdoctoral Fellowship Award ($180,000).
Research Initiative for Scientific Enhancement (MBRS-RISE) fellowship.

PRODUCT DEVELOPMENT 
Involved in the design, alpha-and and beta-testing process of synthetic and non-human bacteria and archaea to be used as spike-in controls for microbiome research with the American Type Culture Collection (ATCC) and ATCC-Center for Translational Microbiology.

RESEARCH PUBLICATIONS (five most recent)
Jelissa Reynoso-Garcia, Yvonne Narganes-Storde, Tasha M. Santiago-Rodriguez and Gary A. Toranzos. Mycobiome-Host Coevolution? The Mycobiome of Ancestral Human Populations Seems to Be Different and Less Diverse Than Those of Extant Native and Urban-Industrialized Populations. Microorganisms. 2022. Microorganisms. 10(2). 459. DOI: https://doi.org/10/3390/microorganisms 10020459

Tasha M. Santiago-Rodriguez. The Detection of SARS-CoV-2 in the Environment: Lessons from Wastewater. 2022. Water. 14(4). 599. DOI: https://doi.org/10.3390/w14040599. 
Tasha M. Santiago-Rodriguez and Emily B. Hollister. (2021, June). Multi ‘omic data integration: A review of concepts, considerations, and approaches. In Seminars in Perinatology (p. 151456). WB Saunders.
Tasha M. Santiago-Rodriguez and Emily B. Hollister. Potential applications of human viral metagenomics and reference materials: considerations for current and future viruses. 2020. Applied and Environmental Microbiology, 86(22).

List of all publications can be found at: https://www.linkedin.com/in/tasha-m-santiago-rodriguez-ph-d-117aa6108/
BOOK CHAPTERS
Tasha M. Santiago-Rodriguez. Identification and quantification of DNA viral populations in human urine using next-generation sequencing approaches. 2018. In The Human Virome (pp. 191-200). Humana Press, New York, NY.
Tasha M. Santiago-Rodriguez, Julie Kinzelman and Gary A. Toranzos. 2015. Current and Developing Methods for the Detection of Microbial Indicators in Environmental Freshwaters and Drinking Waters, p 3.1.1-1-3.1.1-10. In Manual of Environmental Microbiology. Yates M, Nakatsu C, Miller R, Pillai S (ed), 4th Edition. ASM Press, Washington, DC. doi: 10.1128/9781555818821.ch3.1.1
Tasha M. Santiago-Rodriguez and R. J. Cano. 2015. Soil Microbial Forensics. In Microbiology Spectrum. 4(4). Cano, R. J. and G. A. Toranzos, eds. ASM Press, Washington D.C.

Jessica I. Rivera, Tasha M. Santiago-Rodriguez and Gary A. Toranzos. 2015. Paleomicrobiology: a snapshot of ancient microbes and approached to forensic microbiology. In Microbiology Spectrum. 4(4). Cano, R. J. and G. A. Toranzos, eds. ASM Press, Washington D.C.
INVITED PRESENTATIONS AND WEBINARS (3 most recent)
Tasha M. Santiago-Rodriguez. The Skin Microbiome: Considerations, Applications and Future Directions. American Type Culture Collection (ATCC) Webinar. 2022

Tasha M. Santiago-Rodriguez. From Water Quality to Modern and Ancient Microbiomes (And Everything in Between). Invited Seminar/Webinar. MIT Microbiome Club. 2020.

Emily B. Hollister and Tasha M. Santiago-Rodriguez. An introduction to viral metagenomics: Opportunities, challenges and applications. DNA Genotek. Webinar. 2020

RELEVANT SKILL SET
· 14 years wet lab experience that include culturing environmental and clinical bacteria (Biological
Safety Level 1 and Biological Safety Level 2), isolation of bacteriophages from environmental and
clinical samples, purification of viruses from clinical samples by cesium chloride gradient, DNA
extraction from environmental and clinical samples, DNA extraction from bacteria and virus
isolates, Terminal Restriction Fragment Length Polymorphism (TRFL-P), Cloning, 16SrRNA
gene, metagenome and virome library preparation for sequencing in Ion Torrent platform, and
16S rRNA gene and metagenome library preparation for sequencing in MiSeq platform.

· 10 years of experience with various bioinformatic tools including, but not limited to
microbiome/metagenome analysis (CLC Genomics Workbench, MGRAST, QIIME, QIIME 2,
basic command prompt lines for BLAST analyses of metagenomic data, CAZy, ClaMS, iPATH2,
PICRUSt, resistome profiling from metagenomic data, MetaPhlan2, Humann2), resistome analysis
· Project management for customers in the microbiome field, starting from initial conversations
involving experimental design and analysis, to data report and presentation

· Supervising small groups of scientists for the development of microbiome-related products

· SOP preparation and drafting of application note/white papers for product release

· Presented numerous poster and oral presentations/webinars in local and international meetings in
topics related to environmental microbiology, bacteriophages, microbiome, virome, and ancient
DNA
LANGUAGES
· Spanish (native): Written (fluent), Spoken (fluent)

· English: Written (fluent), Spoken (fluent)
 PAGE 

